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A majority of cases were middle-aged men, corresponding to
likelihood of soil exposure and onset of diabetes. While men (74%),
rice farmers/cultivators (51%) and rural populations (82%) predom-
inated, housewives, schoolchildren, professionals, businesspersons
and white collar workers were represented. The wide age range
(2-92years) reﬂects ubiquity of exposure. Melioidosis in Sri Lanka
appears to be related to the outdoor, agricultural, barefoot lifestyle
practiced by the majority of the population. Lower limb involve-
ment was common, which may point to the site of bacterial
inoculation consistent with a barefoot lifestyle. While diabetes,
organ disease and thalassemia were signiﬁcant risks, melioidosis
was seen in healthy adults and children probably due to high dose
exposures.
Conclusion: Active surveillance has established that melioi-
dosis is endemic in Sri Lanka, with a wide geographic and
demographic distribution. Improved diagnosis has led to reduced
mortality, most probably through earlier diagnosis and better tar-
getingof treatment. There is anurgentneed toextend thesebeneﬁts
to relatively under-resourced parts of the country.
http://dx.doi.org/10.1016/j.ijid.2016.02.403
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Background: Human body lice (Pediculus humanus humanus) is
recognized as the vector of different pathogenic bacteria as Bar-
tonella quintana and Rickettsia prowazekii, the etiological agents
of trench fever and epidemic typhus, respectively, being these
bacteria re-emerging pathogens in different countries. Poor living
conditions and limited access to public services are predisposing
factors to increase high prevalence of body lice infestation in dif-
ferent populations such as homeless people.
In Bogota-Colombia, approximately 9.614 homeless people are
living in unsanitary conditions. However, our country has no
reports about the presence of louse-borne bacteria and infection
caused by this. Therefore, the aim of this study was to establish the
presence of Bartonella spp and Rickettsia spp in body lice collected
from homeless people in Bogota.
Methods & Materials: A total of 201 body lice were collected
from 18 individuals. Lice were taxonomically classiﬁed and pooled
byhost anddevelopment stage. 39poolswere obtained for theDNA
extraction andall sampleswere subjected toPCR. For the identiﬁca-
tion of Bartonella spp, PCR was made to amplify a part of the citrate
synthase (gltA) and ITS1 genes and for Rickettsia spp we ampliﬁed
the gltA, ompB and 16SrRNA genes.
Results: A total of 11 (28.2%) Bartonella spp lice pools were pos-
itives, from these 7 were positive for gltA, 10 positive for ITS1 and
6 positive for both genes. Also, 34 lice pools (87.1%) were positives
for Rickettsia spp (gltA, ompB and 16SrRNA genes were identiﬁed
42 [62%], 1 [3%] and 17 [44%] pools positives, respectively), 6 pools
positives for two genes (gltA and 16SrRNA) and 1 positive for three
genes. Furthermore, 9 lice pools (23%) were positives for both
microorganisms.
9 (50%) and 17 (94%) homeless individuals were positives for
Bartonella spp andRickettsia spp, respectively.While 7 (38.8%)were
positives for both microorganism.
Conclusion: This is theﬁrst report in Colombia and SouthAmer-
ica detecting Bartonella spp and Rickettsia spp in human body lice
from homeless people, indicating that they are present in this pop-
ulation and create a risk for public health in Colombia, especially in
susceptible populations with poor living conditions.
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Background: Japanese encephalitis (JE), a vector-borne disease
that causes neurological infections in humans especially targets
children below 15 years. Despite of introduction of JE vaccine there
has been increase in the number of cases of AES cases with high
case fatality rates. The present study was conducted to assess the
risk of JE through research on animal-vector-human interactions
and assess the cellular immune response in JE vaccine responders
and non responders.
Methods & Materials: A cross sectional was conducted in 12
villages (4 each in high,mediumand lowburden blocks) of the high
endemic Kushingar district, Uttar Pradesh, India in 2012. Detection
of virus was done by real time RT- PCR in children and IgG testing
in younger cohorts of pig. To assess the immune response 5 ml
blood was collected from 149 children pre and post vaccination.
Peripheral blood mononuclear cells were prepared by using cell
preparation tube. Antibody titration was done by plaque reduction
neutralization test (PRNT). CD3, CD8, CD4 Th1, CD4Th2 and Treg
immune cells were measured by ﬂow cytometry.
Results: 10/151(6.6%) CSF samples collected frompatientswere
positive for JE infection and 5 were positive for Enterovirus by
realtime RT-PCR. In 22/275(8%) of healthy control children the pre-
existing JE neutralizing antibody representing subclinical infection
wereobservedbyPRNT.8/50(16%)ofpigswerepositive for JEby IgG
ELISA. 23/149(15.43%) healthy childrenhad antibody titer below10
